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Similarity or divergence in the ecological niche of two lineages distributed in simpatry or parapatry may originate
dispersal barriers that restrict gene flow, or may favour the occurrence of simpatry zones where hybridization occurs.
Tupinambis merianae and Tupinambis rufescens lizards are closely related species, with wide distributions in
environmentally different regions although overlapping in a narrow zone. To evaluate the impact of the environment in
determining the population genetic structure in these species, we performed a phylogeographic study correlating it with
environmental niche variable analysis. Hybrid individuals found clustered with one species in the network obtained
with mitochondrial DNA, and with the other species in the network recovered using a nuclear gene. The
phylogeographic analysis showed a few widespread haplotypes and several exclusive haplotypes from sympatric or
allopatric areas. This result and that from AMOVA indicate that in both species, gene flow between areas is restricted.
Environmental niche analysis was performed using bioclimatic variables to calculate Euclidean distance among
populations. The genetic differentiation between allopatric and sympatric populations, in both species, was not
correlated with geographic or environmental distances. Since the environmental context would not be influencing the
genetic population structure of these species and that both species are phenotipically and ecologically similar, we
propose that interspecific competition in the overlapping area could be a factor creating a dispersal barrier between
sympatric and allopatric populations.
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